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Ricardo, I’m sending the invite letter as a Word document in case you need to edit it.  That’s 
great to hear that you are already working to genomically characterize breeding lines, that 
complements several projects in the US (including Henry’s).  I will contact Dr. Belzile, I knew
 they were doing something, but not to what extent.  Thanks for the suggestion.

-scott

On Feb 19, 2015, at 8:00 PM, Ricardo Vilela Abdelnoor 
<ricardo.abdelnoor@embrapa.br> wrote:

Scott,
Sorry the delay. Your emails were going to SPAM. Marcelo let me know 
about it. 
I would like to go to the meeting. However, I am still seeking for resources 
at Embrapa to attend the meeting, since we are under severe budget 
restrictions in the Brazilian government. Marcelo will not be possible to 
attend  since he will be evaluating some soybean trials in Africa on the 
same week.
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Center for Applied Genetic Technologies

										20 February 2015



Abdelnoor, Ricardo, Professor

Embrapa SOJA

Londrina, Brazil

Chinese Academy of Agricultural Sciences



Dear Dr. Abdelnoor,



We are please to invite you to participate in a workshop on the application of genomics technology for the curation and use of soybean germplasm (genetic material maintained in public collections).  This workshop will be held in Seattle, Washington on 15-17 April 2015.  Other attendees will include germplasm curators, such as yourself, from Japan, China, USA, the Consortium of International Agriculture Research Centers (CGIAR) and the United States Department of Agriculture-Agriculture Research Service.  I have included a partial list of attendees below.



The aims of the workshop are to 1) determine how genomics can be used to better curate soybean germplasm in the various collections around the world, 2) determine where additional collecting may be necessary and 3) to open the collection up to better use by providing genetic information that breeders can use to find accessions to exploit to improve modern soybean cultivars.  



As an attendee, we would like you to provide insights from your work on the genetic/genomic characterization of collections in Brazil and how you have used and chosen accessions to use to introgress genes into modern cultivars.  Thus, your work focusing on the application of genomics to germplasm resources for solving relevant agricultural issues would be an appropriate topic.  



As we have discussed, this is a nascent initiative without funding at this time—much like the early genome sequencing projects.  There will be representatives from US-funding agencies (United Soybean Board and the USDA), but the hope is to have an international coordination plan that can be used to coordinate research activities, share information and data and develop best practices.  Thus, for this meeting each attendee will be providing his/her own travel funding. I sincerely hope that you are able to make it as your expertise will be highly valued in the development of this initiative.



Sincerely,   

[image: signature] 

Scott A. Jackson

Georgia Research Alliance Eminent Scholar and Professor

Director Center for Applied Genetic Technologies

University of Georgia, Athens



sjackson@uga.edu/706.542.4021



Attendees:

Jennifer Jones, United Soybean Board

Scott Jackson, University of Georgia

Michael Abberton, CGIAR

Steven Cannon, USDA, Iowa State University

Rich Joost, United Soybean Board

Randy Nelson, USDA, University of Illinois

Jack Okamuro, USDA-National Program Leader

Peter Wenzl, DivSeek, Bonn, Germany

Suk Ha Lee, Seoul National University, Seoul Korea

Qiu, LIjuan, CAAS, Beijing, China

Masao Ishimoto, National Institute of Agrobiological Sciences, Tsukuba, Japan

Akiko Kaga, Tsukuba, Japan
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Please, send me an invitation letter, so I can start the process at Embrapa and try to get the necessary funds.


Other thing. Recently, we have resequenced 28 Brazilian Soybean Cultivars (15X). About two years ago, Dr. Henry Nguyen approached me about being part of a international effort for resequencing. As I had already sent the samples to sequence and I had a student working on it, I sent him to Dr. Nguwen lab to learn and do some of the bioinformatic analysis. We are currently finalizing some of the analysis. As I have not seen his name on the list, I am wondering if he is participating of this effort. As you must know he is involved on the resequencing of a large number of soybean lines.
Are you planing doing some resequencing as complement of the genotyping?


One more thing.. if you want to expand the list with more people involving with soybean genotyping, I would suggest Dr. Francois Belzile, from Laval University (Quebec). He has been largely involved with GBS on soybean.


All the best,


Ricardo 


De: "Scott Allen Jackson" <sjackson@uga.edu>
Para: "Jennifer Jones" <jjones@smithbucklin.com>, "Michael Abberton (IITA)" <m.abberton@cgiar.org>, "Steven Cannon [AGRON]" <scannon@iastate.edu>, "Richard Joost" <RJoost@smithbucklin.com>, "Randall Nelson" <Randall.Nelson@ars.usda.gov>, "Jack Okamuro" <Jack.Okamuro@ars.usda.gov>, "Peter Wenzl" <peter.wenzl@croptrust.org>, "Suk-Ha Lee" <sukhalee@snu.ac.kr>, "邱丽娟 QIU, Lijuan" <qiulijuan@caas.cn>, "李英慧" <liyinghui@caas.cn>, "Masao Ishimoto" <ishimoto@affrc.go.jp>, "Akito Kaga" <kaga@nias.affrc.go.jp>, "Bob Stupar" <stup0004@umn.edu>, "Ricardo Abdelnoor" <ricardo.abdelnoor@embrapa.br>, "marcelofernandes oliveira" <marcelofernandes.oliveira@embrapa.br>, "Steven Cannon" <steven.cannon@ARS.USDA.GOV>
Cc: "Jenny Leverett" <jkrogersw@gmail.com>
Enviadas: Quinta-feira, 19 de fevereiro de 2015 3:19:57
Assunto: [SPAM]Seattle Meeting, April 15-17

A reminder for those that have not registered yet (~9 people).  Please register per the directions below as soon as possible.


Thanks, Scott


———————sent previously Feb 12———————




Hi everyone,

Details below on the meeting on the application of genomics for soybean genomic resources.


1) Hotel: I have a room block reserved at 15-17 April at the Seattle Downtown Courtyard Marriott (612 2nd Avenue  Seattle  WA  98104 ). You need to immediately register your room under your name and credit card. You can do so by using the following link: Book your group rate for Germplasm and Genomics Meeting Room Block. The full link is at bottom of email in case the embedded link does not work.
There is a light rail (http://www.soundtransit.org/Fares-and-Passes/Link-fares) that will take you from the airport to 0.1 miles from the hotel (get off at Pioneer Square). The cost is $2.75 USD.


2) Proposed meeting agenda (this is a beginning outline. If you have additional ideas/thoughts, please let me know).
Purpose: to explore the possible application of genomics and phenomics to the international soybean genetic resources.
Agenda
* Introductions
* Peter Wenzl: introduction to DivSeek initiative (www.divseek.org)
* Short 8 minute reports by country/collection on a) collection, b) application of genomics/high density markers for characterization, c) phenotyping and d) utilization.
Brazil
China
Japan
Korea
United States
CGIAR
* Randy Nelson: 50K SNPs on US collection (15 min)
* Lijuan Qiu: sequence analysis of soybean and G. soja (15 Min)
* Robert Stupar: non-SNP variation (15 min)
Discussion 1: How to collectively characterize collections
Discussion 2: Data sharing
Discussion 3: Germplasm issues: redundancy, sharing, etc.


Thanks and let me know if you have any questions,


Scott Jackson


Link for hotel reservations: 
https://www.marriott.com/meeting-event-hotels/group-corporate-travel/groupCorp.mi?resLinkData=Germplasm%20and%20Genomics%20Meeting%20Room%20Block%5Eseaps%60GGMGGMA%60159.00%60USD%60false%604/15/15%604/17/15%603/25/15&app=resvlink&stop_mobi=yes
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