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Project Description 
 
1) Conference Title:  
 
4th International Symposium on Rice Functional Genomics 
 
2) Justification, Summary, Organizing Committee, Themes, Confirmed Speakers 
and Venue 
 
Rice is the most important food crop in the world and with the completion of the rice 
genome sequence in 2005 is an important crop model.  Now that the sequence is done, it 
is imperative to annotate the sequence, assign functions to genes and decipher the many 
biological processes of this important plant so that continued gains in productivity and 
nutrition can be gained, and extrapolated to other crops.  This International Symposium 
on Rice Functional Genomics gathers the leaders of the field to disseminate new 
information and techniques and to coordinate ongoing research and, most importantly, to 
help shape and mold the careers of rising plant scientists—the graduate students and 
postdoctoral fellows. 
 
International Organizing Committee 
 
Chairman: Michel Delseny (Université de Perpignan) 
 
International Organizing Committee: 
 
Hei Leung (IRRI, Philippines) 
Rod Wing (Tucson ,USA) 
Jan Leach (Fort Collins, USA) 
Scott Jackson ( Purdue, USA) 
Robin Buell (TIGR,USA) 
Qifa Zhang (Wuhan, China) 
Bin Han (Shanghai, China) 
David Ho (Taipei, Taiwan) 
Gynheung An (Pohang, Korea) 
Takuji Sasaki (Tsukuba, Japan) 
Hirohiko Hirochika (Tsukuba, Japan) 
Narayana Upadhyaya (Canberra, Australia) 
Apichart Vanavichit (Kasetsart, Thailand) 
Akhilesh Tyagi (New Delhi, India) 
Antonio Costa de Oliveira (Pelotas, Brazil) 
Joe Tohme (CIAT Cali, Columbia) 
Francis Quetier (Genoscope Evry, France) 
Catherine Feuillet (Clermont Ferrand,  France) 
Andy Pereira (Wageningen, Netherland) 
Graham Moore (Norwich UK) 
John Brown (Dundee, Scotland) 
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Martin Kater, (Milano, Italy) 
Elisabetta Lupotto (Bergamo, Italy) 
Willi Gruissem (Zurich , Switzerland) 
Pere Puigdomenech (Barcelona , Spain). 
 
Local Organizing Committee 
 
Michel Delseny (CNRS/Université de Perpignan) 
Emmanuel Guiderdoni (CIRAD Montpellier) 
Alain Ghesquière (IRD Montpellier) 
Jean Loup Notteghem (AgroM et INRA  Montpellier) 
Olivier Panaud (Université de Perpignan) 
Valérie Verdier (IRD, Perpignan Montpellier) 
Pascal Gantet (University Montpellier) 
 
Themes 
 
Functional Genomics 
Evolutionary and Comparative Genomics 
International Oryza Map Alignment Project 
Genome Annotation 
Genetics and Breeding 
Proteomics and Metabolomics 
Biotic and Abiotic Stress 
Diseases of Rice 
 
Tentative list of Speakers  
 
Rod Wing, Tucson, USA, responsible for NSF OMAP programme (Tucson Arizona ) 
Tim Nelson, Yale, USA,  High throughput  in situ expression of genes 
Xing Weng Deng ,Yale, USA, Pangenomic gene expression 
Masahiro Yano,  Tsukuba, Japan, QTL for flowering time 
Makoto Matsuoka, Nagoya, Japan , QTL for rice grain yield 
Joachim Messing, Rutgers, USA, Cereal comparative genome sequencing 
Jiming Jiang , Madison  USA, Rice centromere organisation 
Guo Liang Wang, Columbus, USA or Pam Ronald, Davis, USA, Response to rice 
pathogens 
Ko Shimamoto, Nara, Japan , Response to rice pathogens 
Peter Beyer, Freiburg, Germany, Gene expression in Golden rice  
Catherine Feuillet , Clermont Ferrand , France, Organisation of wheat chromosome 3  
Lucia Colombo,  Milano, Italy , Rice MADS box transcription factors  
Bal Antonio (Tsukuba, Japan) or Robin Buell (TIGR,USA) Update on rice genome 
annotation  
David Cox, Perlgen, USA, High throughput sequencing and SNP in rice. 
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Other potential speakers that have expressed an interest in speaking or will be 
contacted on behalf of this proposal 
 
Jan Leach, Colorado State University (plant-pathogen interaction) 
Susan McCouch, Cornell University (genome mapping) 
Ning Jiang, Michigan State University (genome evolution) 
Katrien Devos, University of Georgia (comparative genomics) 
K.K. Jenna, Thailand (mapping of disease resistance genes in rice) 
C. Martinez, Columbia (rice improvement) 
 
General Information 
 
We expect about 300 participants. The meeting will take place in the Montpellier 
congress palace, le Corum. An auditorium of 350 seats has been booked for the period as 
well as accessory rooms ( secretariat office, two meeting rooms (30 and 80 people), a 
slide viewing room for speakers). We have a hall accommodating about 150 posters and 
10-12 booths for exhibition of scientific materials and instruments. Corum is equipped 
with all modern facilities and Internet access. There is a in-house restaurant and we have 
space to organise lunch for 300 people. 
 
We expect that about half of the participants will be from Asian countries (China, Japan, 
Taiwan, Korea, Thailand, Philippines, India), probably 5-10% from Africa and South 
America). We hope to receive many PhD students. 
 
Montpellier is located in the South of France ashore the Mediterranean sea (25km). It is 
connected to Paris CDG and Orly airports by about a dozen flights per day, as well as to 
London, Frankfurt and Barcelona. A high speed train (TGV) links Paris to Montpellier 
within 3 hours. 
 
The Montpellier Corum is in the heart of the city (10min from Railway station and 20 
min from Airport by taxi), very close to the medieval city and is surrounded by many 
comfortable and reasonable price hotels which are in a walking distance . 
 
A web site with the information and on-line registration will be open by the end of 
February. 
 
Registration Fee:  
Regular participants, before June 1st:  250 Euros 
Regular participants, after June 1st:  350 Euros  
 
Students before June 1st:                               150 Euros   
Students after June 1st:                                 250 Euros  
 
Speakers:                                          150 euros (free, if sufficient funding is 


raised) 
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These fares include registration, abstracts and lunch on Monday and Tuesday. We 
planned to organise a banquet on Tuesday evening and an optional tour on Wednesday 
afternoon for an additional charge of 100 Euros. 
 
3) Recent meetings on the same subject, including dates and locations 


• Rice Genetics V, November 2005, Manila, The Philippines 
• 3rd International Rice Functional Genomics Symposium, November 2005, Manila, 


The Philippines. 
 
The 1st International Symposium on Rice Functional Genomics was held at the Oriental 
Riverside Hotel, Shanghai, China on September 19-21, 2003. 
 
4) Meeting organization, how the results will be disseminated, and how the meeting 
will contribute to the enhancement and improvement of scientific activities. 
 
The meeting will consist of three days, Oct 9-11, 2006. 
 
The meeting will serve for dissemination of data and progress for several NSF-funded 
projects.  (a) The Oryza Map Alignment Project (PI R. Wing) will hold a special meeting 
at this conference to coordinate an international effort.  (b) The rice microarray and (c) 
rice annotation projects (PIs P. Ronald and R. Buell) will also be represented in various 
workshops as speakers. The rice functional genomics project at (d) UC-Davis (PI 
Sundaresan) and (e) Yale University (PI X-W Deng). 
 
Bound programs with abstracts will be distributed to participants.  In order to facilitate 
interaction among participants, especially postdocs and grad students, poster sessions and 
mixers are being planned to maximize time for interaction. 
 
Eight sessions are planned. Each session ~2.10 h  (1x 30 min & 5x 20mn ou 2x 25 + 


4x 20) 
• Session 1: Genome sequencing, annotation, diversity, evolution  
• Session 2: Development of genomic tools for rice and related crops: insertion, 


deletion mutants, TILLING 
• Session 3: Development of genomic tools for rice and related crops: DNA chips, 


databases, comparative genomics 
• Session 4: Development of genomic tools for rice and related crops: MPSS, 


proteomics, metabolomics 
• Session 5: Molecular cloning and characterization of important agronomic traits: 


flowering time, tilering, dwarfism, and aroma 
• Session 6: New development in rice genome expression: miRNA and silencing 
• Session 7: Genomics and interactions with pathogens 
• Session 8: Genomics and abiotic stress response 


 
 
5) Plan for recruitment of and support for speakers and other attendees, that 
includes participation of groups underrepresented in science and engineering 
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(minorities, women, persons with disabilities)  
 
PI Jackson will do everything possible to use these funds for three specific purposes.  (a) 
To increase the number of female and/or minority speakers.  (b) To help support at least 
two international speakers from developing countries.  (c) To support as many graduate 
student/postdocs as possible with remaining funds.  The breakdown of the requested 
money will be as follows: two persons for item (a) at $2,500/each, two persons for item 
(b) at $3,000 each and five persons for item (c) at $2,368 each.  This should cover 
registration and help defray travel and lodging for each person. 
 
To facilitate recruitment of female and/or minority and international speakers, we will 
work closely with Drs. Jan Leach (Colorado State University), Susan McCouch (Cornell 
University) and Dave Mackill (IRRI) to identify promising candidates to contact.  This 
will be coordinated with Michel Delseny, the organizer of this year’s symposium.  For 
recruitment of minority students/postdocs and faculty, we will, in combination with a 
pending USDA proposal, develop a flyer (electronic and paper) that will be distributed to 
a broad mailing list of rice/cereal researchers to help identify candidates.  In this mailing, 
we will also target historically black colleges/universities.  We will, in any every 
possible, work to the best of our abilities to identify and recruit promising candidates that 
fulfill our target demographics. 
 
 
6) Estimated total budget for the conference along with an itemized statement of the 
amount of support requested from the NSF 
 
Expected expenses 
Renting auditorium and facilities at Corum:           55 000 E  ($67,100) 
Web:                                                                        10 000 E   ($12,200) 
10 Invited speakers  
(free of charge, accomodation and travel)               26 000 E  ($31,720) 
Lunch                                                                       12 000 E  ($14,640) 
Bags, abstract books and CD                                   12 000 E  (14,640) 
  
Banquet and excursion                                             20 000 E ($24,400) 
 
Total               135 000 E ($164,700) 
 
Expected income 
Registrations 
Exhibition stands 
Banquet and excursion                                            100 000 E ($122,000) 
Sponsors                                                                    35 000 E ($42,700) 
Total                                                                        135 000 E  ($164,700) 


Current Sponsors 
IRD                                                                                                      
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Potential Sponsors 
CNRS, CIRAD                                                                                                 
INRA                                                                                                    
ENSAM                                                                                               
University of Perpignan                                                                      
University of Montpellier 2                                                                    
Genopole Montpellier LR  
Pole Européen Universitaire MLR                                                                                                                                                                    
Région Languedoc Roussillon                                                     
EU ERA-Net   network in Plant genomics                                                                              
EMBO                                                                                                  
Fondation Rockefeller                                                                          
United States Department of Agriculture 
National Science Foundation 
Biogemma/Genoplante 
Dupont 
Bayer Crop Science 
Syngenta 
ABI 
Eurogentec 
Agilent 
Operon 
Elsevier 
Blackwell 
Ambion 
Oryzon 
 
 
7) Support requested or available from other Federal agencies and other sources 
 
Additional funding will be requested from the USDA Plant Genome Program ($10,000). 
 
 
9) Budget Justification (Total Request = $25,000) 
 
 
PI Jackson will do everything possible to use these funds for three specific purposes.  (a) 
To increase the number of female and/or minority speakers.  (b) To help support at least 
two international speakers from developing countries.  (c) To support as many graduate 
student/postdocs as possible with remaining funds.  The breakdown of the requested 
money will be as follows: two persons for item (a) at $2,500 each, two persons for item 
(b) at $3,000 each and five persons for item (c) at $2,368 each.  This should cover 
registration and help defray travel and lodging for each person. 
 






